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Non-C. elegans RefSeq Genes
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Sus BTF3/NM_001244998

Homo BTF3/NM_001207

Bos BTF3/NM_001025314

Canis BTF3/NM_001252133

Mus Btf3/NM_001170540

Mus Btf3/NM_145455

Taeniop BTF3/NM_001245240

Salmo btf3/NM_001141109

Macaca BTF3/NM_001261092

Rattus Btf3/NM_001008309

Danio btf3/NM_001076558

Xenopus btf3/NM_001016697

Salmo LOC100194627/NM_001139712

Ciona ci-btf3/NM_001033003

Esox btf3l4/NM_001310868

Taeniop BTF3L4/NM_001245574

Xenopus btf3l4.L/NM_001096139

Bos BTF3L4/NM_001098106

Ictalur btf3l4/NM_001201290

Xenopus btf3.S/NM_001094887

Callorh btf3l4/NM_001292905

Danio btf3l4/NM_200694

Xenopus btf3l4/NM_001011243

Pan BTF3L4/NM_001251933

Homo BTF3P11/NR_026983

Homo CHMP4A/NM_014169

Drosoph shrb/NM_136618

Bos CHMP4B/NM_001128506

Mus Chmp4b/NM_029362

Homo CHMP4B/NM_176812

Rattus Chmp4bl1/NM_001276456

Danio chmp4bb/NM_213457

Gallus CHMP4B/NM_001006286

Xenopus chmp4b/NM_001004866

Macaca CHMP4C/NM_001193985

Xenopus chmp4c.L/NM_001092411


