Scale 50 basest
chr2: | 17 11
--->GCACTTACCTGAGCARAGGCTARAGAGCAGGAGGAGAGGCCAGGGC TCCATGGGCT

75,629,100, 1 175,629,110 | 175,629,120 | 175,629.130 | 175,629.140 | 01 175629.180 | 175.629.190 | 175,629,200 |
ACCGGAGCT TGTGTGGACCAGGGCAGAGTGGTGGCCTGTGCT TCTCACTGGCACTCTGGCTGGGTGCT TGTCTGCTGGAGGG
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Where exonFrame indicates there is only one nucleotide in this last AA. That exon2 picks up one nucleotide from the end of exonl
exonFrame 1 |

End 175620079 175620181 B



