Scale 500 bases} { sacCer3
chrvill: | 487,30d 487,400 487,500 487,600 487,700 487,800 487,900 488,000 488,100 488,200 488,300 488,400 488,500 488,600 488,700

-3
LA AR L ARG AR AR OEL AR ARVLALRE AR

Protein-Coding Genes from Saccharomyces Genome Database

MERERNT 5> 0000000000000000000000000000 ) vHR155C.» ERRERRRE

EGD? R MDM31 B

Human Proteins Mapped by Chained tBLASTn

MYST4
AK097517
NACA
NACA
NACAL

PRM1
Regulatory elements from ORegAnno
orecoo3ss3s NN
OREG0028327 ||
Eran Segal Regulatory Module
Motif 577}



