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OMIM Gene Phenotypes - Dark Green Can Be Disease-causing

UCSC Genes (RefSeq, GenBank, tRNAs & Comparative Genomics)
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ENCODE Transcription Levels Assayed by RNA-seq on 6 Cell Lines

ENCODE Enhancer- and Promoter-Associated Histone Mark (H3K4Me1) on 8 Cell Lines

ENCODE Enhancer- and Promoter-Associated Histone Mark (H3K27Ac) on 8 Cell Lines

ENCODE Promoter-Associated Histone Mark (H3K4Me3) on 9 Cell Lines

ENCODE Digital DNaseI Hypersensitivity Clusters

ENCODE Transcription Factor ChIP-seq

Placental Mammal Basewise Conservation by PhyloP

Multiz Alignments of 44 Vertebrates
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