
Scale

chr4:

RefSeq Curated

Alt Haplotypes

ATAC forebrn E15

ATAC heart E15

20 kb mm10

144,880,000 144,890,000 144,900,000 144,910,000 144,920,000 144,930,000 144,940,000 144,950,000 144,960,000
RefSeq genes from NCBI

Reference Assembly Fix Patch Sequence Alignments
GENCODE VM23 Comprehensive Transcript Set (only Basic displayed by default)
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