Scale 10 kbt 1 hg38
chr3: | 195,805,000 | 195,810,000 | ¥ 195,815,000
) hg38PAM.1copy.GC20to40.no5T.offProfile.offp1000
»40.no5T.offProfile.offp1000

) thBPAM.][coFy.GC401060.n05T.offProﬁle.offplooo
»60.no5T.offProfile.offo 1000 |

|
»80.n0o5T.offProfile.offp1000

| thBPAM.1coFy.GCSOtoS(?.noSlT.offProﬁIe.offplooo
hg38PAM.sameChr.tx.sorted.legal.12PlusCopies.clusterSizeLt5000

usConpies.clusterSizeLt5000 -HHHEHHH
. . hg38PAM.sameChr.tx.sorted.legal.24PlusCopies.clusterSizeLt5000.

usConies.clusterSizeLt5000 HEHHH—HHHHHHH
X . hg38PAM.sameChr.tx.sorted.legal.2PlusCopies.clusterSizeLt5000

usCopies.clusterSizeLt5000 ]

Reference Assembly Fix Patch Sequence Alignments
chr3_KI270935v1_alt
chr3_K1270779v1._ | |
Your Se%uence rrom Blat Search
urSea
GENCODE V47 (9 items filtered out)

ENSG00000299556 m>->>+>mm ENS(SE)0000295408 L

MUC4

RefSeq genes from NCBI o
RefSea Curated =
OMIM Allelic Variant Phenotypes

OMIM Alleles
OMIM Gene Phenotvpes - Dark Green Can Be Disease-causing
OMIM Genes — ;
Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)
Muc4 I

ENCODE Candidate Cis-Regulatory Elements (cCCREs) comlﬁed from all cell types

ENCODE cCREs
100 _ H3K27Ac Mark (Often Found Near Regulatory Elements) on 7 cell lines from ENCODE

Layered H3K27Ac

4 100 vertebrates Basewise Conéervation by PhyloP

Cons 100 Verts

'y

PRI | PR NPy A AN . N b T
""’IT"I"'"H“'T’TTW"‘T‘"'“T“mm" LUl b L Lt e |

o 1 "'T'Iu""""l'l“l" "'||'

| A IR R

05 e e

R s 1NN NAN AT WA

A T
(B A )

Mouse Hi \.-lllll==II-I||==.-IH—||-III=-\-H“|==.\
=—=———————{IN 0T 0] o [} Il R 1 =
E(I:%phl?n% T T 118 e 7 i i) | i

icken

X_tropicalis

“Zebrafish sh Aol d b o

ene C S 1Ol ( e
Common dbsNP(ss) | 1 1 1 10 wnin wn womer w SR FEERETRARN T APST SRRSER 0w 0w NI

aumleinems by Repeaﬂmer

e
RepeatMasker NN HEE 11 N | N T | 1 § | ﬁep 1 | I | [l | (1 1 |



